i AttQCflGAflGA CICTICAflGA TICfiOCTnC CIGGAASCIG MCTICAATC 

51 cpcmcfiCk aggbgbcict caakxeaaa aatgbxtog mqcmsatg 

M T W R H H 

101 TCMQCTICr GITEP03GTC AJ1T1UQCAT TPCPGATCAT CAMTI03GA 

VRLL FTV S L A L Q I I NLG 
isi AAflGfiGAGAA ACATAAOQ3C GGlBGAGflQS AAGIC7CCAA. 

NSYQ REK HNG GREE VTK 
201 QCTIQCCaCT CSGAfiGCftX GCTCAACTOG AXICXMC 

VAT QKHR QS P LNW TSS 
25i A3TTOQGAGA OGIGACTQQG AG0Q00G83G GCTO3033X GGMGMOOG 

H F G E V T G SAEG WGP EEP 
id CICOCCECT OOOQQQCnT GOGTOCGOQC G30330XTC 

L P Y S RAF GEG ASAR PRC 
isi CTQCPGGNC GQJXJYPCC? GOGTOCTGQG CAGCTICTGC GIGIG0O0QG 

CRN GGTC VLG SFC VCP 
40i OOOCTTCAC CXmX3CEW: TOCGPGCATG PCCK20QCG CPGIGAATGC 

AHFT GRY CEHD QRR SEC 
451 GQCGOCCIGG A3CB3QG&X OQGaXCIC OGD3CCTO0C MCICTOCM 
GALE HGA WTL RACH LCR 
soi GTOCA3CTTC G33QQ0CTOC ACIGCCICCC (XJICCPQCG CCIGSOQ3CT 

CIF GALH CLP LQT PDR 
55i GIGaOCCGAA 2GPCIT0CIG QOCICCCAOG CTCMQQQOC GM0Q0CGQG 
CDPK DFL ASH A HGP SAG 
6oi GQCGCGOOCA G0C1GCIKT CTiGCiUOOC TOOGCWCIC CIGO0033C 
GAPS LLL LLP CATP A P A 
«si CICCIQ0Q0C CGGAIGCX30C CG0GOCXXT OGGICCCTGG TO0CTIO0GT 

SCA RMRP RTL GPW SLP 
701 CCICCflGOQG GAG0G30Q0C CCIGOQGAAG GOOGGGflCTT GQGCM03CC 
SSSG SGA PAEG RDL G I A 
75i TTTAATCTIC TKTGTIGIM ATAA 
F N F L C C K . 



% 



AMINO ACID ALIGNMENT BETWEEN CRIPTO AND CRIPTIN 



criptin 
cripto 

criptin 
cripto 



criptin 
cripto 



1 

MTWRHHVRLL FTVSLALQI . . . INLGNSYQ REKHNGGREE VTKVATQKHR^ 
MDCRKMARFS YSVIWIMAIS KVFELGLVAG LGHQEFARPS SyLAfSS 

QSPLNWTSSH FGEVTGSAEG WGPEEPLPYS RAFGEGASAR PRCCRNGGTC° 
IWP Q E EPAIRPRSSQ RVPPMGIQHS KELnS^ SSStc 

101 • 
VLGSFCVCPA HFTGRYCEHD QRRSECGALE HGAWTLRACH LCRCIFGALH 
MLGSFCACPP SFYGRNCEHD VRKENCGSVP HDTWLPKKCS WKCWHG^R 



151 

criptin CLPLQTPDRC DP....KDFL ASHAHGPSAG GAPSLLLLLP CATPAPASCA 
cripto CFPQAFLPGC DGLVMDEHLV ASRTPELPPS ARTTTFMLVG ICLSIQSYY 



200 



criptin 
cripto 



201 237 
RMRPRTLGPW SLPSSSGSGA PAEGRDLGIA FNFLCCK 



Note: Conserved Cysteine residues are shown 



in BOLD. 



